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The western mosquitofish, Gambusia affinis, is a small fish native to the southeastern United 
States. In the past century this species, and its congener, the eastern mosquitofish, Gambusia 
holbrooki, have been stocked in permanent and temporary waters throughout the world for 
mosquito control.  
These two species, very similar in appearance and biology, quickly became invasive with a 
strong ecological impact on ecosystems. They are considered responsible for the decline of 
several native amphibians and small fish in the Mediterranean region.  
Previous studies on European population conducted from Portugal to Greece reported the 
presence of only G. holbrooki in Italy, with report on Sicily (Catania) and Tuscany (Coltano) 
(Vidal, 2010). During an experimental trawl survey in 2010, samples of mosquito fishes were 
collected with nets from a pond near Cancello Arnone (Campania, Caserta, Italy). In order to 
define the Gambusia species, identification through dichotomous keys and DNA based methods 
were conducted. In particular, gonopodia morphology of preserved male individuals along with 
dorsal and anal fin rays were used to species differentiation (Walters and Feeman, 2000; 
Veenvliet, 2007), in our case giving uncertain results. For the molecular characterization, DNA 
from muscle tissue was isolated and two primer sets were used based on the conserved regions of 
the 12S and 16S rRNA loci as described by Kitano et al. (2007). PCR amplification and 
sequencing showed a 100% of maximum identity with G. affinis sequences in Genbank.  
These results, while contributing to unriddle the ambiguities in Gambusia taxonomy (see Vidal, 
2010), call for further studies in order to define Gambusia affinis distribution in the Campania 
region and its impact on freshwater population. 
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